In the paper by Matsumoto *et al*. [1](#feb412165-bib-0001){ref-type="ref"}, some text in the Results and Discussion sections appeared incorrectly: Sec signal should have read Tat signal. The correct text appears below:

Results {#feb412165-sec-0002}
=======

Based on SignalP prediction, the N‐terminal sequence of the active form of the enzyme starts at Thr28 of the deduced aa sequence, indicating that the preceding 27‐aa residues represent a Tat signal peptide sequence containing a twin‐arginine translocation (Tat) pathway motif (S/T‐R‐R‐X‐Hyd‐Hyd) that is required for secretion (Fig. 2).

Discussion {#feb412165-sec-0003}
==========

The signal peptide of LyPls‐PLD had a typical Tat signal sequence, suggesting that it should be secreted via the secretory pathway (Tat‐system secretion) \[22\].

In addition, reference \[22\] should be:

22 Lee PA, Tullman‐Ercek D and Georgiou G (2006) The bacterial twin‐arginine translocation pathway. *Ann Rev Microbiol* **60,** 373--395. <http://doi.org/10.1146/annurev.micro.60.080805.142212>.
